À , the pyrrolidinium ring adopts a twisted conformation about one of the N-C bonds. It is oriented at a dihedral angle of 42.0 (1) with respect to the benzene ring. The torsion angle for the central N-C-C-C ar (ar = aromatic) linkage is 163.74 (15) . In the crystal, the components are linked via N-HÁ Á ÁCl and O-HÁ Á ÁCl hydrogen bonds, forming zigzig chains along the b-axis direction. These chains are connected along the c axis by very weak C-HÁ Á Á interactions, forming a two-dimensional supramolecular network.
Related literature
For background to pyrrolidinium-based ionic liquids, see: Henderson et al. (2006) . Á min = À0.17 e Å
À3
Absolute structure: Flack (1983) , 1235 Friedel pairs Absolute structure parameter:
À0.01 (7)
Table 1 Hydrogen-bond geometry (Å , ).
Cg is the centroid of the C1-C6 benzene ring. 
Data collection: SMART (Bruker, 2002 ); cell refinement: SAINT (Bruker, 2002) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009 ). (1)° from the mean plane of the benzene ring.
S2. Structural commentary

S3. Supramolecular features
In the crystal, cations and anions are linked via N1-H1···Cl1 and O1-H1A···Cl1 hydrogen bonds, forming a onedimensional zig zig chain along the b-axis direction. These chains are stacked along the c-axis by C-H···π interactions, between benzene H atom and the benzene ring of an adjacene molecule, with a C3-H3···Cg iii , forming a twodimensional supramolecular network. (Table 1 and Fig. 2 ; Cg is centroid of C1-C6 benzene ring. Symmetry code: (iii) -1/2+x,3/2-y,1-z>).
S4. Synthesis and crystallization
In a round bottomed flask, a stirred solution of (S)-pyrrolidinylnorephedrone was reacted with methylmagnesium bromide in THF medium over a period of 3 h. The completion of the reaction was monitored by thin layer chromatographic analysis. Further the crude mass was quenched with dil HCl and extracted with ethyl acetate under reduced vacuum. The resulting compound was recrystallised from EtOH/H 2 O (4:1) solution as colourless blocks in good yield (86%).
S5. Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . N-bound H atom was located in a difference Fourier map and freely refined. All other H atoms were positioned geometrically and constrained to ride on their parent atom with C-H = 0.93-0.97 Å and with U iso (H)=1.5U eq for methyl H atoms and 1.2U eq (C) for other H atoms.
Owing to poor agreement, the reflection (-3 2 4) was omitted from the final cycles of refinement. Absolute structure: Flack (1983) , 1235 Friedel pairs Absolute structure parameter: −0.01 (7) Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma (F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
